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types of tissue 



Take a plurality of samples from the heterogeneous tissue sample 
Measure same properties of each sample 
Form characteristic response signatures 



Compare response signatures to reference, control, template, 

selected profile 



Perform statistical analysis on the characteristic response signatures 
with regard to the trend profile 



Rank order characteristic response signatures based on statistical 
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Select a plurality of genes 
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Prepare a mixture having two types of tissue mixed at a controlled 

mixture ratio 
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Measure expression level for each of the plurality of genes using the 

prepared mixture 



Process the measured expression level 



Repeat the steps 704-708 while varying the controlled mixture ratio 

i ~ 



Fit a viable trend profile model of gene expression level according to 

the varied mixture ratio 



Calculate a plurality of model p-values, each model p-value related 
to corresponding one of the plurality of genes 



Sort the calculated model p-values 

i — ~ 



Plot the sorted model p-values in a logarithmic scale to generate a 
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Run microarray of first and second samples 



Measure expression levels of each of the plurality of genes for the 

pair of samples 



Record and store expression values 



Repeat steps 902-906 to establish replicas 



Generate a T-chart using the measured expression levels in a 

logarithmic scale 



Determine a noise cloud for each of the plurality of genes on the 

generated T-chart 



Select genes corresponding to noise clouds that do not ovelap with 
the diagonal of the generated T-chart 
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